Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.004 Å; R factor = 0.054; wR factor = 0.156; data-to-parameter ratio = 17.3.
In the title compound ethanol monosolvate, C 23 H 21 N 3 O 2 SÁ-C 2 H 5 OH, the dihydropyrazole ring is twisted about the Csp 3 -Csp 3 bond. Nevertheless, the ring approximates a plane (r.m.s. deviation for the fitted atoms = 0.132 Å ) and forms dihedral angles of 5.80 (13) and 12.29 (12) , respectively, with the fused-and sulfonamide-benzene rings. As the dihydropyrazole C-bound phenyl group is roughly perpendicular to the dihydropyrazole ring [dihedral angle = 74.04 (15) ; the amino group is orientated to the same side of the molecule], to a first approximation, the molecule has a stunted T-shape. The cyclohexene ring adopts a half-chair conformation with the methylene C atom connected to the dihydropyrazole ring lying 0.665 (4) Å out of the plane of the five remaining atoms (r.m.s. deviation = 0.050 Å ). The components of the asymmetric unit are connected by an O-HÁ Á ÁO hydrogen bond. Further links between molecules leading to a three-dimensional architecture are of the type N-HÁ Á ÁO.
Related literature
For a previous synthesis, see : Faidallah & Makki (1994) . For the biological activity of related compounds, see . For the structure of the methyl analogue, see: .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Tiekink Comment
The title compound, (I), reported previously in the literature (Faidallah & Makki, 1994) , comprises a benzenesulfonamide unit which is grafted to a chemotherapeutic heterocycle pyrazole derivative, and therefore is a compound which is anticipated to exhibit enhanced activities . (13) and 12.29 (12)°, respectively, with the least-squares plane through the pyrazole ring. By contrast, the pyrazole-C-bound phenyl group is almost perpendicular to the pyrazole ring, forming a dihedral angle of 74.04 (15)°, so that to a first approximation, the molecule has a stunted T-shape. The sulfonamide-amino group is orientated to the same side of the molecule as the pyrazole-C-bound benzene ring. While the sulfonamide-O1 atom is almost co-planar with the benzene ring, the O1-S1-C21-C20 torsion angle is -168.51 (17)°, the O2 atom is somewhat splayed [O2-S1-C21 -C20 = -38.9 (2)°]. In the structure of the compound where the pyrazole-C-bound substituent is methyl rather than phenyl, the molecule has a shallow bowl-shaped conformation .
The asymmetric unit comprises the organic molecule and a ethanol molecule of solvation with the primary connection between them being a O-H···O hydrogen bond, Table 1 . Each amino-H forms a hydrogen bond to an oxygen atom so that each oxygen atom in the structure functions as an acceptor, Table 1 , and that a three-dimensional architecture results, 508 K (Faidallah & Makki, 1994) . Yield: 70%.
Refinement
Carbon-bound H-atoms were placed in calculated positions [C-H = 0.95-1.00 Å, U iso (H) = 1.2-1.5U eq (C)] and were included in the refinement in the riding model approximation. The oxygen-and nitrogen-bound H-atom were located in a difference Fourier map and was refined with a distance restraints of O-H = 0.84±0.01 Å and N-H = 0.88±0.01 Å; the U iso values were refined. (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
Figure 1
The molecular structure of (I) showing the atom-labelling scheme and displacement ellipsoids at the 50% probability level. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

